[Study of the spatial organization of the globular fragment of calmodulin. I. Conformational analysis of the domain structure].
Theoretical conformational analysis of dodecapeptide "loop" of one of four domains of CaM is carried out. It's shown that one of the lowest energy conformations of the "loop" can bring about together E(i)- and F(i)-hands till van-der-waals contacts. Predominance and advantages of the calculated conformations are discussed in connection with structural organization of the domains and their capability to bind Ca(2+)-ions. The proposed "alpha-hairpin" structure of the domains is a part of a supersecondary structure of globular lobe of CaM.